EphA2
GCCCCACATGAACTACACCT 
Protein extraction and western blot (WB)
WB analysis was done as previously described (1, 2) . Briefly, cell and tissue proteins were 
Immunohistochemistry (IHC)
IHC was performed as previously described (2) . Sections were incubated overnight at 4°C in a humidified chamber with EphA2 antibody (Genetex, San Antonio, TX) at a 1:100 dilution.
Staining of the protein was visualized by incubating sections with 3,3'-diaminobenzidine tetrahydrochloride (DAB) and lightly counterstaining them with hematoxylin. Data were normalized to U6. The mRNA levels of ZEB2, TGFβ2, JAG1, HES1 and E-cadherin were quantified by qRT-PCR in RCC cells stably overexpressing miR-141 versus control (miR-NC). Data were normalized to GAPDH. *, p<0.05; **, p<0.01; ***, p<0.001, t -test. Analysis of EphA2 protein expression in paired normal and ccRCC tissues by IHC. Original magnification was ×400.
Legends

